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Abstract: [Objective] To explore the regulation and mechanism of miR—494 on proliferation and invasion of osteosarcoma cells.
[Methods]| By using transient transfection method, the level of miR-494 in osteosarcoma MG—63 cells were up-regulated, or down-regulat-
ed. The mRNA expression level was assessed by RT-PCR, cell proliferation capacity by CCK-8 assay, cell invasion ability by Transwell
test, cell migration ability by scratch test and target protein expression level was detected by western blot. [Results] With the passage of
time after transient transfection, the expression of miR—494 in the two groups increased significantly (P<0.05) . At 12h, 18h and 24h after
transfection, the expression of miR—494 in the transfection group was higher than that of the control group (P<0.05) . In addition, the cell
proliferation of the two groups increased significantly over time (P<0.05) . At 24 h, 48 h and 72 h, the cell proliferation level of the transfec-
tion group was significantly lower than that of the control group (P<0.05) . The average cell number, cell transmembrane number and cell
migration rate of the transfection group under the field of view were significantly lower than those of the control group (P<0.05) . The mRNA
and protein expression of CDK6 in the transfection group were significantly lower than those in the control group (P<0.05) . [Conclusion]
The high expression of miR—494 can inhibit the proliferation of osteosarcoma cells, and lead to the reduction of CDK6 mRNA and protein
expression levels.
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miR-494 Fik (FAXHE) 12h 2.15+0.30 1.01+0.04 <0.001
18h 3.4120.39 1.03+0.04 <0.001
24h 4.65£0.62 1.06+0.02 <0.001
PAE 0.011 0.794
CCK-8 £l (A450) 24 h 0.100.01 0.20+0.03 <0.001
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